
Master	project	2024-2025

Personal	Information

Supervisor Jesus	Lozano-Fernandez

Email jesus.lozano@ub.edu

Institution Department	of	Genetics,	University	of	Barcelona

Website http://jesuslozanofernandez.weebly.com

Group Deep	Evolution	Lab

Project

Computational	genomics

Project	Title:

Establishing	methods	to	study	synteny	to	understand	early	animal	evolution

Keywords:

genome	assembly,	phylogenomics,	early	animal	evolution,	synteny,	phylogenetic	methods

Summary:

In	this	project,	the	student	will	have	access	to	a	set	of	newly	generated	non-bilaterian	animal	chromosome-scale	genome	assemblies
made	by	the	host	lab.	Their	role	will	be	testing	and	developing	new	methodologies	to	study	micro-	and	macrosynteny	(gene	order)
between	animal	phyla.	The	goal	is	to	use	these	results	as	a	proof	of	shared	evolutionary	history	amongst	groups.
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Expected	skills:

Interest	in	evolutionary	biology.	Experience	in	handling	large	datasets.	Ideally,	some	experienc

Possibility	of	funding:

To	be	discussed

Possible	continuity	with	PhD:

Yes

Comments:

The	 lab	 is	 located	 in	 the	 Faculty	 of	 Biology	 of	 the	 University	 of	 Barcelona.	 We	 are	 a	 young	 research	 team	 with	 a	 group	 of
multidisciplinary	(zoologists,	bioinformaticists,...)	international	members.	We	are	open	to	remote/hybrid	work	model.	Currently,	we
have	2	active	grants,	so	there	are	chances	of	continuing	the	research	with	a	funded	PhD.
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