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Summary:

Meta-omics	 approaches	have	been	 intensively	 used	 over	 the	 last	 20	 years	 to	 study	 the	 composition	 and	 functions	 of	 the	human
microbiome	 (the	 other	 Human	 Genome)	 in	 health	 and	 disease	 conditions.	 The	 aim	 of	 the	 present	 work	 is	 to	 develop	 and/or
implement	bioinformatics	tools:	To	analyze	and	integrate	meta-omics	data.	To	use	data	before,	during,	and	after	the	onset	of	disease
for	training	machine	learning	algorithms	for	creating	valid	predictive	models	which	link	specific	microbiome	taxa	or	function	to	the
determination	 of	 disease	 susceptibility	 or	 protection.	 •	 You	will	work	 in	 the	 dry	 lab	 conducting	bioinformatics	 and	biostatistical
research.	You	will	be	 integrated	 into	a	young	and	collaborative	environment:	medical	doctors,	nutritionists,	molecular	biologists,
bioinformaticians,	and	statisticians.	•	You	will	 learn	from	your	colleagues	and	take	responsibility	 in	writing	your	conclusions	into
academic	papers,	which	will	eventually	be	published	in	High	Impact	Journals.	We	want	to	help	you	build	solid	foundations	on	the
research	method,	so	you	will	be	assisted	by	more	experienced	colleagues.

References:

https://manichanh.vhir.org/publications.php

Expected	skills:

Fluent	 in	 English;	 Strong	 theoretical	 and	 practical	 understanding	 of	 statistical	 inference	 and	 machine	 learning	 is	 required.
Proficiency	in	coding,	particularly	in	web	development,	is	highly	valued.

Possibility	of	funding:

Yes

Possible	continuity	with	PhD:

Yes

Comments:

We	are	 looking	 for	a	motivated	student	who	 is	 seeking	 to	pursue	his/her	career	 in	 research.	The	candidate	will	be	 remunerated

https://manichanh.vhir.org/


>900	euros/month	during	his/her	master's	internship	and	will	be	offered	the	possibility	to	apply	for	a	Ph.D.	fellowship	(INPhINIT	“la
Caixa”,	FPU,	PFIS,	AGAUR,	VHIR...).	Here	are	recent	articles	co-authored	by	students	from	this	master	(student’s	name	in	bold):	1.
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shotgun	metagenomic	approach.	Comput	Struct	Biotechnol	J.	2021	Dec	2;19:6481-6489.	doi:	10.1016/j.csbj.2021.11.037.	6.	Lleal	M,
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