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Summary:

We	are	 seeking	 for	a	master	 student	 to	develop	and	 implement	a	new	protocol	 for	mapping	covalent	 ligands	diffusion	and	binding	 in	pharmacological	 targets.	The
student	will	be	part	of	a	larger	team	and	be	responsible	of:	i)	benchmark	development,	ii)	protocol	development,	iii)	protocol	implementation	(validation)
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Expected	skills::

Molecular	modeling,	python	programming

Possibility	of	funding::

Yes

Possible	continuity	with	PhD:	:

Yes

https://www.bsc.es/es/discover-bsc/organisation/scientific-structure/electronic-and-atomic-protein-modeling-eapm


.


