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Summary:

Access	to	education	is	a	predictor	for	a	wide	range	of	later	life	outcomes	such	as	employment,	income,	and	health.	While	it	is	well	established	that	school	performance
is	 an	 indicator	 of	 future	 social	 success,	 there	 is	 a	 need	 for	 understanding	why	 some	 children	 have	 difficulty	 learning.	About	 30-50%	of	 children	 have	 poor	 school
performance,	 which	 impacts	 on	 individual,	 family,	 education	 and	 social	 spheres,	 and	 predicts	 worse	 life	 outcomes,	 including	 health	 compromising	 behaviors	 and
physical,	mental,	and	emotional	problems.	In	this	project	we	will	aim	to	explore	to	which	extent	the	genetic	background	associated	with	neurodevelopmental	disorders,
such	as	attention	deficit/	hyperactivity	disorder	(ADHD),	impacts	on	school	performance	outcomes	in	3500	children	from	primary	and	secondary	schools	with	genotype
data	 available.	We	will	use	publicly	available	 summary	statistics	 from	genome-wide	and	 transcriptome-wide	association	 studies	of	neurodevelopmental	disorders	 to
generate	risk	scores	in	our	sample	of	children	and	assess	their	effect	on	school	performance	(1,2).	We	will	build	these	risk	scores	in	two	different	ways:	using	genotype
data	and	gene	expression	data.	First	of	all,	we	will	impute	genotypes	in	our	sample	against	a	reference	panel	to	increase	the	number	of	genetic	variants	available,	and	we
will	also	impute	gene	expression	data,	using	reference	panels	linking	genotypes	with	gene	expression	in	relevant	tissues.	Then,	we	will	build	the	risk	scores	and	test
their	effect	on	school	performance	in	our	sample.	This	strategy	may	lead	us	to	identify	vulnerable	groups	of	individuals	with	higher	risk	for	poor	school	performance,
and	could	inform	preventive	strategies	for	school	failure	and	to	promote	population-wide	positive	development.
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