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Summary:

Circulating	microRNAs	have	proven	 to	be	 reliable	biomarkers	of	disease,	due	 to	 their	high	stability,	 in	vivo	 in	 the	circulation.	Most	 studies	are	 focused	 in	miRNA
profiling	in	whole	blood,	plasma	serum	and	more	recently	in	extracellular	vesicles	(exosomes).	The	composition	of	the	small	RNA	transcriptome	is	more	complex	than
anticipated	and	other	species	strongly	perturbed	in	disease	status,	including	snoRNAs	and	tRNA	fragments,	may	provide	a	novel	source	of	bioactive	compounds	with
potential	as	diagnostic	and	prognostic	biomarkers.	The	objective	of	this	project	is	to	analyze	the	sRNA	transcriptome	in	different	blood	compartments	(plasma	and/or
EVs)	and	identify	new	deregulated	species	in	neurodegenerative	diseases.	The	role	of	the	student	will	focus	on	the	application	of	the	tools	for	the	quantification	and
detection	 of	 these	 species,	 and	 the	 subsequent	 downstream	 analysis	 through	 statistical	 learning	 methods	 to	 identify	 signature	 patterns	 that	 discriminate	 disease
conditions	versus	controls.
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basic	bash	programming	and	R	programming	language	knowledge
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